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volunteers and their application in the fermented goat milk
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Abstract: In this study, the Bifidobacterial strains were isolated and identified from feces of young
volunteers recruited from Xiangyang Hubei province, and their fermentation characteristic were evaluated
by electronic tongue and electronic nose technologies. The results indicated that 20 Bifidobacterial
strains, were identified as Bifidobacterium longum, B. breve, B. bifidum, B. pseudocatenulatum, B.
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adolescentis and B. faecale, respectively. It was worth mentioning that 11 isolates were identified as B.
longum. The testing of electronic tongue indicated that there was greater difference in sourness among
fermented goat milk samples with range values of 24.52. The composition of organic acid was determined

by High performance liquid chromatography (HPLC) method, and the result shown that lactic acid and
acetic acid were majority organic acids in fermented goat milk samples. The testing of electronic nose
indicated that the response value of sensor W6S, W1W and W5S were greater differences among

fermented goat milk samples with variation value of 35.56%, 23.32% and 17.20%. The result of principal
component analysis indicated that the fermented goat milk samples fermented by B. longum HBUAS55095
and B. longum HBUAS55100 with better quality. Thus, B. longum was domain Bifidobacterial species in
young volunteers recruited from Xiangyang, and the differences among fermented goat milk fermented by

Bifidobacterial strains were major in taste indexes.

Key words: Bifidobacterium; isolation and identification; fermented goat milk; quality evaluation
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K1 20BREEIUSATE 1 6S IDNAFFFI EEXS 551
2B # Xk AL kR iR
HBUAS55080 Bifidobacterium bifidum KCTC3202 99% Bifidobacterium bifidum
HBUAS55081 Bifidobacterium faecale CU3-7 99% Bifidobacterium faecale
HBUAS55085 Bifidobacterium faecale CU3-7 99% Bifidobacterium faecale
HBUAS55086 Bifidobacterium faecale CU3-7 99% Bifidobacterium faecale
HBUAS55088 Bifidobacterium longum ATCC15707 99% Bifidobacterium longum
HBUAS55089 Bifidobacterium longum ATCC15707 100% Bifidobacterium longum
HBUAS55090 Bifidobacterium longum ATCC15707 99% Bifidobacterium longum
HBUASS5001 B1ﬁ(10bant8111}1(7:1 l\{[);;l(l)((f){)(}dtenulatum 99% pSBeZ[jJ(i(;};;j;zr;:::m
HBUAS55093 Bifidobacterium longum ATCC15707 99% Bifidobacterium longum
HBUAS55094 Bifidobacterium bifidum KCTC3202 99% Bifidobacterium bifidum
HBUAS55095 Bifidobacterium longum ATCC15707 99% Bifidobacterium longum
HBUASS5096  Bifidobacterium adolescentis ATCC15703  100% Bifidobacteritum
adolescentis
HBUAS55099 Bifidobacterium longum ATCC15707 99% Bifidobacterium longum
HBUAS55100 Bifidobacterium longum ATCC15707 99% Bifidobacterium longum
HBUASS5101  Bifidobacterium adolescentis ATCC15703  99% Bifidobacterim
adolescentis
HBUAS55102 Bifidobacterium longum ATCC15707 100% Bifidobacterium longum
HBUAS55103 Bifidobacterium longum ATCC15707 99% Bifidobacterium longum
HBUAS55105 Bifidobacterium longum ATCC15707 99% Bifidobacterium longum
HBUAS55106 Bifidobacterium longum ATCC15707 99% Bifidobacterium longum
HBUAS55107 Bifidobacterium breve DSM20213 100% Bifidobacterium breve
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89 4L7 Bifidobacterium breve ATCC15700 (AB006658)

99—® HBUAS55107(MH719067)
o HBUAS55080(MH719040)

m HBUAS55106(MH719066)

99 || Bifidobacterium bifidum KCTC3202 (U25952)
66'0 HBUAS55094(MH719054)
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9

©

L—A HBUAS55091(MH719051)
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74 Bifidobacterium faecale CU3-7 (KF990498)
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95|,0 HBUAS55085(MH719045)
660 HBUAS55086(MH719046)
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WIC 3 & X4 /i 240 040 040 0.37 045 0.08 4.97
W5S st & A4 240 498 466 4.12 7.00 2.88 17.20
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5 1.26 0.73 6.98 93.69
6 0.52 0.24 2.91 96.60
7 0.28 0.10 1.56 98.16
8 0.18 0.10 0.99 99.15
9 0.07 0.03 0.41 99.56
10 0.04 0.02 0.25 99.81
11 0.02 0.02 0.13 99.95
12 0.01 0.00 0.04 99.98
13 0.00 0.00 0.02 100.00
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longum HBUASS5100i| 45 ) & ¥ £ LA T 3%
PR, H:ArB. longum HBUASS5095l 4 (1 % i 2k 3L
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